The crystal structure, including a graph-set analysis, of 1-[(2-hydroxy-2-methylpropyl)methylamino]-2-methylpropan-2-ol, C 9 H 21 NO 2 , is reported. The structure is characterized by unsymmetrical intra-and intermolecular O-HÁ Á ÁO hydrogen bridges, giving rise to the formation of an infinite polymer consisting of eight-membered rings arranged in zigzag chains running along the a axis.
Structure description
Amino alcohols are an important industrial commodity with widespread applications. Some representatives of these compounds have also characterized by single-crystal X-ray diffraction analysis (Churakov et al., 2009) . In the context with our long-standing interest in tin and silicon derivatives of amino alcohols (Berends et al., 2009; Glowacki et al., 2016 Glowacki et al., , 2017 Gock et al., 2013; IovkovaBerends, Berends, Zö ller, Schollmeyer et al., 2012; Lutter et al., 2012; Zö ller et al., 2011 Zö ller et al., , 2012 Zö ller & Jurkschat, 2013) , we report here the crystal structure of the title compound (Fig. 1) . The latter crystallizes in the orthorhombic space group Pna2 1 with eight molecules in the unit cell and two molecules in the asymmetric unit. Each of the crystallographic independent molecules shows an intramolecular O-HÁ Á ÁO hydrogen bridge with O11Á Á ÁO17 and O31Á Á ÁO37 distances of 2.621 (4) and 2.715 (4) Å , respectively (Table 1 ). The two eight-membered rings thus formed are linked by an intermolecular O-HÁ Á ÁO hydrogen bridge with an O11Á Á ÁO37 distance of 2.656 (3) Å giving a dimer. The dimers are linked via intermolecular O-HÁ Á ÁO hydrogen bridges with an O17Á Á ÁO31 distance of 2.712 (3) Å , giving an infinite polymer.
The structure resembles those of Ph(Me)(H)CN(CH 2 CMe 2 OH) 2 (Churakov et al., 2009 ) and p-FC 6 H 4 N(CH 2 CMe 2 OH) 2 (Lutter et al., 2012) . A graph-set analysis according to Bernstein (Bernstein et al., 1990, 1995; Bernstein, 1991; Etter, 1990 Etter, , 1991 Etter et al., 1990) gives the unitary graph set
data reports
Synthesis and crystallization
The synthesis and the chemical and physical properties of the title compound were published by Hong et al. (2008) . The latter crystallizes from the melt as colourless column-shaped crystals.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The crystal structure exhibits pseudo symmetry with a percentage fit of 83% for the higher symmetry space group Pbcn. However, refinement in the space group Pbcn is non-satisfactory. (Sheldrick, 2008) , SHELXL2014 (Sheldrick, 2015) , ORTEP-3 for Windows (Farrugia, 2012) and enCIFer (Allen et al., 2004) . Table 1 Hydrogen-bond geometry (Å , ).
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Figure 1 The molecular structure of MeN(CH 2 CMe 2 OH) 2 , showing 30% probability displacement ellipsoids and the atom-numbering scheme. H atoms bonded to C atoms have been omitted for clarity. Hydrogen bonds are drawn as dashed lines.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The OH protons were located in the difference Fourier map. Their coordinates were refined using a restraint of O-H = 0.84 (2) Å. The H atoms bonded to C were refined as riding on their parent atom. The U values of all H atoms were set to U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (C methyl ,O). 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

